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%an MoCV1A-infection trigger to change the pathogenic races of the rice blast
ungus?
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The inoculation tests of the MoCV1A-infected or -free rice blast fungus to
the isogenic rice lines to differentiate the pathogenic races suggest that the MoCV1A-infection can
trigger to suppress the growth of the rice blast fungus and also to change epigenetically the
pathogenic races of the fungus to specific rice lines. The expression of the Avr-Pik, one of the
avirulence genes, was affected by the MoCV1A-infection in real-time PCR analysis. The aEplication of

the conventional detection method and newly-developed simple methods of MoCV1A to stock cultures
and newly-isolated cultures reveals that the MoCV1A has distributed in almost all area of Japan
since some ten years ago, and the viruses are closely related with the original one in the genomic

levels.
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== |_arge whitish or gray lesions

=== _Large lesions with a brown margin

Intermediate size gray lesions about 3-4mm in length
Lesions about 2mm in diameter with a gray center

= Small spots less than 1mm in diameter with a gray center
== Brown spots about 0.5-1mm in diameter

s Brown spots smaller than 0.5mm in diameter
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Real-time RT-PCR (4ACT method, internal standard : Mo actin)
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Total RNAs were extr: acled from rice leaf shealhs 'acmd with WI, WF, HI, or HF after
aghri i The experi repeated 3 times independently.
Similar results were obtained as shown abovs
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