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Biochemical preparation of isotpe-labelled lipopolysaccharide and nmr analysis
of host recognition mechanism of phage

Inagaki, Minoru
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For incorpolation of 13C isotope-labelled galactose into the non-reducing
end of lipopolysaccharide core structure, galE gene on E. coli C bacterium was determined on the
gene. The mutant of E. coli F2513 were prepared by deletion of Galactosyl transferase genes, waaW
and waaT. However, those mutants doesn®t propagete in the cultural medium, and not yet certified
the altered saccharide stracture on R-core lipopolysaccharide. By using the ASKA(-) clone, JW3598AM,

the protein fraction of Waal (hetosyl transferaseg was prepared and submitted to treat the
Salmonella bacterium. The incorpolation of an unnatural Hep residue was confirmed on the
lipopolysacchride of Salmonella, using DOC-PAGE and LC-ESI-MS.
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