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Simplification of lignin aromatic composition by bacterial lignan transformation
systems
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A human intestinal bacterium Blautia producta ATCC27340, whose draft genomic
sequence has been released, demethylated two lignans, secoisolariciresinol and matairesinol. The
bacterium demethylated secoisolariciresinol faster than matairesinol, and aromatic B-ring of
matairesinol was preferentially demethylated. Analysis of draft genome of the bacterium revealed
that the genomic sequence contained a cluster that encoded four proteins required for
tetrahydrofolate-dependent demethylation of aromatic methoxyl groups. We obtained the complementary
DNAs of the four proteins to set up lignan demethylation assay using the recombinant proteins.



DNA

DNA

B -1

Sphingomonas

Sphingomonas pautimobilus SYK-6
DNA



1) S. pautimobilus

p_
2)
3)
Eubacterium Iimosum Blautia
producta
Eggerthella lentha
D
E. limosum B. producta
E.
lentha
B. producta

Blautia producta ATCC27340

Blautia producta ATCC27340

producta ATCC27340

B. producta

B. producta

B. producta

DNA
DNA

2014 2014.11.26 27

288
6  DASH/FBAS
2015.6.14



Blautia producta ATCC27340
0-
2017
2017.3.17 2017.3.20

http://ww.rish.kyoto-u.ac.jp/Imsfpm/

€Y

UMEZAEWA, Toshiaki
@

SUZUKI, Shiro
®

UTSUMI, Ryutaro

SHIBATA, Daisuke
DNA



