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Streptococcus suis was solely isolated from 59 out of 70 porcine endocarditis
samples. Both of encapsulated and unencapsulated S. suis were found in the 26 samples, indicating
coexistence of two phenotypes. Pairs of an encapsulated and an unencapsulated isolates were selected from
each sample. The isolates in the same pair belonged to the same sequence type by MLST analysis. Whole
genome sequencing showed that all the unencapsulated isolates had nonsynonymous mutations in the capsule
polysaccharide synthesis (cps) genes. Genome-wide comparison of the isolates showed that the isolates in
the same pair were the most closely resembled, and those originated from the same farm were more similar
than those from different farms. In a few pairs, encapsulated isolates from the same farm were more
similar than those of unencapsulated. These results suggest that the mutation in the cps genes occurred
independently in different farms and some pairs occasionally persist to occur the next infection.
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