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Elucidation of mutation mechanism of norovirus using persistent infection
culture system

Ken-Ichi, Hanaki
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Persistent infection with murine norovirus strain S7 (MNV-S7) in RAW264.7
cells was established. Transmissible electron microscopy and electron tomography showed that MNV-S7
virions aggregated in subcellular vesicles of persistently infected cells. Confocal
immunofluorescence microscopy showed co-localization of MNV-S7 antigen with Rab7. The copy number of

extracellular MNV-S7 RNA showed a high linear correlation with the number of non-viable cells, and
virus replication was only observed in apoptotic cells. Based on these knowledges, the life cycle of
persistent infection with MNV-S7 in RAW264.7 cells can be supposed as follows. Nearly 100% of
persistently infected cells harbored MNV-S7 virions in Rab7-positive late endosomes. MNV-S7
replicated in a small number of the cells, which were identified by apoptotic morphological changes,
and progeny virus was released into the culture supernatant from the apoptotic cells. The progeny
virus was taken up by living RAW264.7 cells again.
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