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The search for polyembryogenesis-related genes from the polyembryonic parasitoid

iwabuchi, kikuo
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Polyembryony is a unique style of development in which many embryos are
clonally produced from a single egg. To date, the genetic mechanisms underlying polyembryogenesis is
not clear. In the polyembryonic parasitoid, more than 2000 adults are produced from a single egg.
The transcriptome analysis at the onset of polyembryogenesis or the induction of polyembryogenesis

of this parasitoid showed many differentially expressed genes, such as cell cycle, cellular
adherence, metabolism, and several novel genes.
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