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Expression and storage of genetic information in insect cells
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High-ordered chromatin structure plays important roles in expression and storage
of genetic information. In this study, we analyzed the molecular mechanisms of DNA methylation and its
regulation in insect cells. DNA methylation-related genes were cloned from silkworm cells and their
biochemical activities are characterized in detail. All together silkworm genes whose expression profiles
were affected by DNA methylation were identified.

Also the genes for insulator proteins blocking the effect of distant enhancers and spread of
heterochromatin formation beyond chromatin loops were identified from silkworm cells and their structures
and molecular functions were analyzed.
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