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Development of a new type of microRNA inhibitor
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Here we developed a new class of therapeutics oligonucleotide,
hetero-chimera-duplex oligonucleotide (HCDO). HCDO has DNA/RNA double strand and antisense
oligonucleotide integrated into the RNA strand. We assessed in vivo efficacy of HCDO integrated with
microRNA122 inhibitor which had a variety of length of DNA/RNA double strand. We revealed that the length
of double strand ranging from 7 to 17mer did not affect efficac¥ of HCDO. Next, we evaluated in vitro
efficacy of HCDO integrated with oligonucleotides regulating splicing. We revealed that HCDO had more

efficient ability to regulate splicing than the original single strand oligonucleotide.
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