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Polarized fluorescence microscopy analysis of nuclear lamina
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To analyze the structure of Lamin filaments, which is the main constituent
of nuclear lamina of eukaryotic cells, human Lamin A and Lamin Bl proteins were constrainedly tagged
with EGFP. We tried to replace endogenous Lamin genes of HelLa cells with cDNA of these proteins,
and partially succeeded.
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