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Analysis of dynamical structurs of ion channel in native membrane
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In this study, we attempted to analyze the structure of Ryanodine receptor (RyR),
Ca2+ release channel in native sarcoplasmic reticulum (SR) membrane using Zernike phase contrast
cryo-electron tomo%raphy (ZPC-cryoET), and to reveal the dynamics and the associations with cooperative
molecules. SR purified with a mild condition where RyR kept the enzymatic activity showed the large
rotrusive density on the membrane surface. The density showed a regular square shape representing the
omo-tetoramer structure of RyR. A cryo-electron microscopy map of RyR was well fitted into the density,
su??esting that it was the RyR structure in the native membrane. Currently, the resolution is limited.
Collecting and averaging more data will improve the resolution in in the future, enabling to reveal the
dynamical structure and associations with cooperative molecules.
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