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The roles of endogenous retrotransposition in somatic cell reprogramming
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Retrotransposon Capture Sequencing (RC-Seq)

Recent studies have demonstrated that genomic changes driven by
retrotransposition could occur frequently in early embryonic development and neural progenitor cells. In
this study, to elucidate contributions of retrotransposition to somatic cell reprogramming, we have
identified insertion sites of retrotransposons at the genome-wide scale in human iPS cells by using
Retrotransposon Caﬁture Sequencing (RC-Seq). In addition, we found the genomic insertion sites of
retrotransposons that were newly acquired during reprogramming, and examined the relationship between the
insertion sites and somatic cell reprogramming.
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