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Establishment of new system for genomic analysis for AML using by desk-top next
generation sequencer

Adachi, Souichi
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It is necessary for clinical studies to analyze many genomic genes analysis at
the same time by using next-generation sequencer. For the purpose of establishing new methods to analyze
many genes quickly and less expensively, we made gene analysis panels for child acute myeloid leukemia
patients by desk-top next generation sequencer. We selected 150 genes from DNA samples of AML (primary,
remission and relapse) by using Haloplex customized panel of Agilent Co. We analyzed 8 cases of AML and
detected IKZF, KRAS, GATALl, KIT, PU.1 mutation in four cases. We also detected large deletions of SH2B3

and SMARCB3 genes in the other four cases. We are going to analyze many samples from JPLSG AML-05 studies
by the panel using desk-top next generation sequencer.
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