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Development of high-throughput detection method of tRNA modifications
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Modification of tRNAs is a critical factor underlying the development of
diabetes, and the measurements of the modification level could be used as a clinical biomarker for the
diagnosis of diabetes. However, there is no convenient method to detect tRNA modifications. Current
methods, such as mass spectrometry and primer extension method, are not ideal for the easily and reliably
detection of such modifications in clinical samples. Here, | present a new method (gPCR-MtR) that
overcomes the disadvantages of the current methods and can detect and quantify the modification of tRNAs
in multiple samples. The method was sensitive enough to measure 2-methlthio (ms2) modification levels of
tRNALYs(UUU) in total RNA sample isolated from human peripheral blood specimens and revealed that
ms2-modification levels in tRNALys(UUU) were lower in individuals carrying higher-risk SNP of cdkall.
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