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Identification of IncRNAs during B cell lineage commitment
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B lymphocytes are generated from pluripotent hematopoietic stem cells (HSCs)
through a successive series of lineage restriction processes. Although many transcription factors and
epigenetic modifiers were found to regulate the B cell lineage commitment, the exact mechanisms were yet
to be determined. We have recently established an ideal system that can be used to examine gene
regulatory networks during lymphoid lineage specification from HSCs. In this study, we looked for novel
long non coding (Inc) RNAs that could regulate B cell fate determination using this system. We have
succeeded in identifying the IncRNAs that may be involved in the specification and commitment of HSCs
toward the B cell lineage.
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