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Elimination of hepatitis B virus by CRISPR
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Hepatitis B virus (HBV) infection is a major cause of acute and chronic hepatitis
and is closely associated with development of cirrhosis and hepatocellular carcinoma (HCC) worldwide.
Treatments or drags for the clearance of HBV cccDNA have not been established until now. CRISPR/Cas9
system has possibility to completely eliminate cccDNA in the nuclear of hepatocyte. In this study, we
applied CRISPR/Cas9 and CRISPRi system to HBV infected cells, and revealed that these system could
repress the transcription of pgRNA and expression of HBs and HBe antigen.
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