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Hyper-1gE syndrome is one of the primary immunodeficiency, caused by dominant
negative mutations of the STAT3 gene (Minegishi et al. Nature 2007). Most of the patients with this
disorder suffer from severe atopic dermatitis, but the mechanistic basis is still elusive. To elucidate a
molecular mechanism, we established a model mice of this syndrome and developed an atopic dermatitis
model with the mice. We found that atopic dermatitis is more severe in Stat3 dominant negative mice
compared to wild-type mice. We investigate the molecular mechanism of this phenotype.
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