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It is unclear whether polygenic schizophrenia score (PSS) affects variation in
specific gray matter volume (GM). PSS was calculated using another Japanese cohort. To identify brain
regions related to PSS, we conducted a whole-brain search in 160 patients with schizophrenia and 378
healthy subjects using a multiple regression model. In patients, PSS was significantly negatively
correlated with the local GM in the left superior temporal gyrus (STG), an area of the brain reported to
have reduced GM in high-risk individuals and first-episode and chronic schizophrenia patients. Higher PSS
was associated with smaller left STG volumes in patients, however, there was no effect of the score on
the GM in healthy subjects. Our data demonstrating impact of genetic risk variants of schizophrenia on
brain morphology could be useful for understanding pathophysiology of schizophrenia.
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