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Development of novel biomarkers for pancreas cancer using a high accuracy blood
cell gene expression analysis.

Kobashi, Gen
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17 4 8919 MRNA

To develop novel biomarkers useful for detecting and monitoring pancreas cancer,
17 cases and 4 control were obtained. A high accuracy large-scale gene expression analysis of 8919 mRNAs
revealed difference of transcriptome between the cases and controls. It is suggested that studies
focusing on differentially-expressed transcripts might discriminate cases from controls with high

accuracy in the future.
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