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Epigenetic influence via sevoflurane exposure to colon tumor cell
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Previously we found that sevoflurane inhaled colon tumor cells showed active
proliferation compared to none exposure cells. To know the cause of the proliferation, we hypothesized
that sevoflurane inhaled HCT116 may change its transcriptomes and epigenetic alterations on DNA. In this
study HCT116 were inhaled by 1% sevoflurane for four, eight, twelve hours or none exposure and these
mRNAs were read via Next generation sequencing (NGS) Illumina HiSeq. From this sequencing analysis we
found that apparently Calcium and Sodium ion channel gene expressions were increased/decreased
significantly. Also epigenome related DNA methylation genes were highly expressed in a time dependent
manner. We concluded that HCT116 is significantly altered its transcriptome with clinically relevant 1%
sevoflurane exposure.
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