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Golgi-localized Fam20C phosphorylation and osteocyte functions

Toyosawa, Satoru

2,800,000

Fam20C Fam20C

Fam20C
Fam20C

Fam20C Fam20C

Golgi-localized protein kinase Fam20C phosphorylates secretory pathway proteins
with S-x-E/pS motifs. In the bone tissue, Fam20C is slightly expressed in the osteoblasts and highly
expressed in the osteocytes. Therefore, the bone matrix proteins which are produced by osteoblasts and
osteocytes, are phosphorylated by Fam20C within these cells. Considering that Fam20C-null mice have
osteomalacia with decreased bone mineral density, these findings suggest that phosphorylation of these
matrix proteins by Fam20C is critical for bone formation and maintenance. To understand the functional
significance of phosphorylation for the bone matrix, we generated transgenic mice that had

Fam20C-overexpression in osteoblasts (Fam20C-Tg mice), and we are examining the change of the bone
tissues in Fam20C-Tg mice.
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#1 Tg |112.391] 553.34 0.203115552
#1 WT | 2.68073| 543.55 0.00493193
#1 WT | 3.2048°| 803.03 0.004102964
#1 Tg 140.21 | 883.84 0.158636678
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