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Biogenesis of sugar moiety of anionic lipopolysaccharide associated with CTD
proteins
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We constructed a Porphyromonas gingivalis mutant deficient in the WbpD homolog,
PGN_0002, which is involved in the Wbp pathway and found that the mutant is deficient in A-LPS,
suggesting that P. gingivalis may synthesize UDP-GIcNAcC(3NAc)A, for incorporation into A-LPS. Mutants
were successfully constructed in 13 genes among the 15 genes encoding putative glycosyltransferases.
Biochemical analysis of the mutants suggested that PGN_1240 protein is essential for the synthesis of
both 0-LPS and A-LPS, PGN_0361 is necessary for A-LPS synthesis, and PGN_0361 and PGN_1239 proteins
functionally compensate each other in O-LPS synthesis.
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