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The objectives of this study are to compare and to evaluate inactivation
mechanisms by disinfection processes (Chlorination, Ozonation, UV radiation, Advanced Oxidation
Process) based on gene analysis and proteome analysis. First, gPCR,PMA-gPCR, ICC-gPCR techniques
were employed to determine the inactivation effect. Hydroxyl radicals affected on virus
inactivation. And Ozonation is more effective on virus inactivation than other disinfection
processes. Also, the obtained results of proteome analysis indicated that damages of proteins are
different among Hydroxyl radicals , Chlorination, UV radiation, and ozonation.
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