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Elucidation of tumor suppression mechanism through identification of novel
proteins involved in mismatch repair-dependent apoptosis

Fujikane, Ryosuke
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06-methylguanine (06meG) can form 06meG/T mispair during DNA replication.
The mismatch repair (MMR) complex recognizes this mispair and activates cell cycle checkpoint
followed by apoptosis induction. The precise molecular mechanism of this apoptotic pathway is still
unclear. In order to unveil molecular mechanism of the apoptotic pathway, we tried to purify
proteins which can function or associate with MMR complex. We successfully identified three
MMR-associated proteins as new apoptosis-related factors. Analyses of these factors will shed light
on understanding of molecular mechanism of tumor suppression and developing new anti-cancer drugs.
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