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Moé@cglar biological analysis of thymic epithelial tumor for personalized
medicine
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In this study, we revealed that hypoxia related genes were highly expressed
in thymic carcinoma compared with thymoma and normal thymus, and especially CA9 was shown to be one
of extremely high expression genes. CA9 protein expression was shown to be higher in thymic
carcinoma and high grade malignant thymoma, which was also proportional to CA9 mRNA expression with
Next Generation Sequencer. High CA9 expression was also related to advanced clinical stage and poor
prognosis. Finally, in vitro study using thymic carcinoma cell line Ty-82 led reduction of CA9 to
inhibition of proliferation and improvement of radiosensitivity.

A series of our study could be directly linked to therapy for TET.
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