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In this study, a highly selective method for phosphotyrosine (pY)-containing
peptides was developed to comprehensively identify pYs and analyze cellular signaling networks based on

the data.
By a combination use of metal oxide chromatography and immunoprecipitation using anti-pY antibody or in

vitro kinase reaction with recombinant tyrosine kinases, phosphotyrosines in biological samples were
successfully identified in large scale. Using this approach, molecular-targeting agents of a cancer were

evaluated and regulated phosphorylated sites were determined.
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