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Screening of guadruplex-forming anti-prion nucleic acids and molecular design on
the basis of its mechanism

Mashima, Tsukasa
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Prion diseases typified by the spongiform encephalopathy (BSE) are thought to be
caused by the accumulation of abnormal form of prion protein (PrPSc). In this study, we have performed
screening of the quadruplex-forming nucleic acids that reduce PrPSc levels in prion-infected cells. We
have succeeded in obtaining an RNA molecule whose IC50 value is around 100 nM. Unfortunately, NMR spectra
of this RNA were too complex to analyze on account of the poor dispersion of signals. Therefore, we
carried out the modification of sequence of RNA and the investigation of optimal buffer condition for NMR
measurement. As a result, we found a mutated RNA molecule showing good dispersion of NMR signals and also
established the suitable buffer condition for NMR measurement.
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