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Structural analysis of nucleosome containing methylated DNA
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i The aim of this study is _to understand the mechanism how DNA methylation affects
the chromatin structure. To this end, we reconstituted the nucleosome containing methylated DNA, and

performed the biochemical and structural analyses of reconstituted nucleosomes. We determined the crystal
structure of the nucleosome containing methylated DNA, and found that DNA methylation does not affect the

intrinsic DNA wrapping property of the nucleosome. Furthermore, we found that the DNA methylation affects
the translational position of the nucleosome and the flexibility of DNA ends of the nucleosome.
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