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Comprehensive study of structure and dynamics of laminopathy-causing LMNA mutants
for elucidation of Laminopathy
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In order to demonstrate how structural and physicochemical changes of Lamin
A(LMNA) are induced by laminopathy-causing mutations, we investigated tertiary structures and dynamics of
LMNA Ig-like domain by NMR by developing the “ MagRO-FLYA-CYANA” system for fully-automated NMR
assignment and structure determination. As a result, we determined the tertiary structures of 5 mutants
of the LMNA Ig-like domain. These mutants cause different types of laminopathy.
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