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Suppression of errors in reverse transcription
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Reverse transcription is essential for gene expression analysis, detection of
pathogenic microorganisms, and other diagnostic technologies. In this study, we developed a novel method
for suppressing non-specific amplifications during reverse transcription-related reactions. The
previously-uncharacterized protein LLBP was isolated from Thermus thermophlus HB8 and its binding
SEecificity towards DNA/RNA mismatch was confirmed. LLBP inhibited reverse transcription reaction when
the primer-template complex contained a DNA/RNA mismatch. This protein would be utilized for improving

the accuracy of reverse transcription-related technologies.
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