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Mechanisms of effects of gut microbiota on inflammation in the central nerve system
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We investigated the gut microbes which are involved in the progression of
inflammation in central nerve system using Experimental allergic encephalomyelitis (EAE) mice, animal
model of multiple sclerosis. It has shown that Erysipelotrichaceae strain was significantly decreased in
the mice with reduced EAE susceptibility. So we isolated the Erysipelotrichaceae strain from mice, and
inoculated to germ free mice. The mice colonized with only Erysipelotrichaceae strain showed increased
EAE severity compared to germ free mice, meaning that this bacterium have pathogenic roles in EAE.
Further, we found that this bacterium forms biofilm and attaches to epithelial cells in the small
intestine, and this might lead to the increased pathogenicity of antigen-specific T cells.
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