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Dissecting the function and regulation of mitochondrial quality control system
using multi-matrixed screening assay

Toshimori, Kitami
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Decline in mitochondrial function is associated with variety of complex diseases
including type 2 diabetes, neurodegenerative disease, and cardiovascular disease. Mitochondrial function
is maintained at the level of abundance and quality. We sought to studK the role of mitochondrial quality
control in complex disease pathway called NLRP3 inflammasome. This pathway triggers the release of
inflammatory cytokine and is involved in variety of complex diseases. We ?erformed focused genetic
over-expression and knockout screens to assess the impact of mitochondrial quality control genes on
inflammatory phenotype. In addition, we performed genome-wide knockout screens for NLRP3 inflammasome
activation to assess which mitochondrial genes are involved in this disease pathway. The results of the
study will help clarify the role of mitochondria in inflammation as well as identify novel genes involved

in regulating NLRP3 inflammasome.
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a Dissecting the role of
mitochondria in NLRP3  inflammasome
activation via chemical and genomic
toolkits.
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