(®)
2014 2015

Morgl

Analysis of the mechanism for epithelial development in kidney by the novel cell
polarity protein Morgl
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Cell polarization is crucial for development in multicellular organisms including
cell fate determination, differentiation, and functions of specific cells, including epithelial cells,
that underlie tissue morphogenesis. The plasma membrane of epithelial cells is asymmetrically organized
into apical and basolateral domains. The apical membrane, facing the outside, is separated for the
basolateral one, which faces neighboring cells and extracellular matrices. Formation of apico-basal
polarity is required for both epithelial morphogenesis and function. Recently, we identified Morgl as a
novel epithelial cell polarity protein. However, roles of Morgl in vivo have remained largely unknown. In
this study, we have shown that Morgl is essential for early embryonic development in mice.
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