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Comprehensive analysis of gene expression in different histological types of
gastric cancer
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Gastric cancer has been classified according to histological types such as
tubular adenocarcinoma and poorly differentiated adenocarcinoma. Two or three types are often presented
in one tumor. The mechanisms to form the different histological types are not clear yet. To elucidate
which molecules are related to morphological formation in gastric cancer, we performed microarray
analysis of RNA from a formalin-fixed paraffin-embedded gastric cancer specimen which has both tubular
adenocarcinoma and poorly differentiated adenocarcinoma. Several genes which showed different expression
level between tubular adenocarcinoma and poorly differentiated adenocarcinoma b{ microarray were selected
and confirmed the RNA expression level using gPCR. We focused on HRASLS2 (HRAS like suppressor 2) and
created stable cell line expressing HRASLS2. Compare to the control, HRASLS2 expressing cell line showed
different cell adhesion and cell growth pattern.
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