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We established the experimental method for expression and purification of
tyrosine-phosphorylated CagA oncoprotein from Helicobacter pylori by employing bacterial expression
system. Using the purified tyrosine-phosphorylated CagA protein, we elucidated that the interaction of
CagA with Csk, one of the intracellular targets of CagA, is due to direct binding and that the CagA-bound
Csk is aberrantly activated. Among multiple tyrosine-phosphorylation motifs in a single CagA molecule, we
identified the key motif for the interaction of CagA with Csk. Furthermore, crystal structure analysis
revealed that the interaction mode of CagA-Csk complex.
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