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Role of mitophagy of Candida glabrata in pathogenicity.
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The Screening of mitophagy activation conditions indicated that mitophagy
was induced in Candida glabrata cells under iron-poor conditions, and that the disruption of ATG32,
which is responsible for mitophagy in Saccharomyces cerevisiae, blocked mitophagy in C. glabrata.
Unexpectedly, the mitophagy-deficient mutant of C. glabrata (atg32A ) exhibited decreased longevity
under iron-depleted conditions. The mitochondrial membrane potential in atg32A cells was
significantly lower than that in wild-type (WT) cells under iron-depleted conditions. In a mouse
model of disseminated infection, the atg32A strain resulted in significantly decreased kidney and
spleen fungal burdens compared with WT strain. These results indicate that mitophagy in C. glabrata
occurs in an iron-poor host tissue environment, and it may contribute to the longevity of cells
through mitochondrial quality control, and to their pathogenesis.
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