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Genetic factors to predict the survival of gallbladder cancer patients in Chile
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3,100,000

SNP
96 Cancer SNP Panel (Illumina Inc.) 1,421 SNP
6

SNP
SNP SNP P=3.05x 10-10

Cox SNP
P=2.26x 10-8

Genetic factors may contribute to the survival of gallbladder cancer (GBC)
patients. We aimed to identify SNPs involved in the survival times of GBC patients. A total of 96
GBC patients in Chile were analyzed using a Cancer SNP Panel (Illumina Inc.) that contained 1,421
SNPs in 408 cancer-related genes. SNPs associated with the cancer-specific survival were screened by

log-rank test. Six SNPs were identified to have statistically significant association with

cancer-specific survival. The cancer-specific survival times of patients grouped according to the
number of risk genotypes of 6 SNPs differed significantly (0-1 vs 2-3 vs 4-6 risk genotypes; P=3.
05x10-10). The number of risk genotypes was independently associated with survival of GBC patients
in a multivariate analysis that included age and stage (P=2.26x10-8).
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1
SNP location (Gene) Risk genotype MGF _Log-rank P value FDR Q value
rs2235716 (FOXC1) C/C(vsT/C, T/T) 0385 0.0023 0.295
rs3748302 (RERG) C/C (vs T/C, T/T) 0407 0.0007 0.286
rs3741211 (IGF2AS) T/T (vs T/C,C/C) 0495 0.0006 0.286
rs1760897 (TEP1) T/T (vs T/C,C/C) 0451 0.0020 0.295
rs1800871 (IL10) C/C (vs T/C, T/T) 0.396 0.0019 0.295
152909786 (APC) G/G (vs A/G, A/A) 0374 0.0013 0.295
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Low risk  vs High risk
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Cox
2
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Variables Univariate analysis

HR (95% CI) P AC

152235716 in FOXC1(C/C vs T/C-T/T)
rs3748302 in RERG(C/C vs T/C-T/T)
rs3741211 in IGF2AS(T/T vs T/C-C/C)
rs1760897 in TEP1(T/T vs T/C-C/C)
rs1800871 in IL10(C/C vs T/C-T/T)
152909786 in APC(G/G vs A/G-A/A)
sum6(0-1 vs 2-3 vs 4-6)

RiskGroup6 (Low vs High)

age (<65 vs >=65)

gender (mail vs femail)

stage (0-3 vs 4)

204(1.28-325) 00028 587.9
218(1.37-346) 00010 586.0
218(1.38-3.44) 00008 585.4
204(129-323)  0.0024 587.4
206(1.3-3.28)  0.0023 5875
21(1.32-332)  0.0016 587.0
2.83(2.05-392) 3.1E-10 5554
419(25-7)  48E-08 5646
171(1.07-2.74) 00257 5918
154(0.91-2.62) 01100 594.1
3.39(2-574)  5.8E-06 450.9

SNP
RiskGroup6 (Low vs High)
4.19 95 =2.5-7 P =4.8E-08
65
2
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=0.0257
15 0
3 4 2
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95 =2-5.74 P =5.8E-06
1.54 95
=0.91-2.62 P =0.11
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15 76
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Variables Multivariate (modell) Multivariate (model2)

HR (95% Cl) P AIC HR (95% Cl) P AIC

4215 427.8
sum6 (0-1vs 2-3vs4-6)  2.85(1.98-4.12) 2.3E-08
RiskGroup6 (Low vs High)
ages (<65 vs >=65)
_stage (0-3vs 4)

4.69(2.53-8.68) 9.0E-07
1.02(0.59-1.75)  0.9533
2.45(1.41-4.24) 0.0014

1.48(0.87-2.53) 0.1521
238(1.37-4.15) 0.0021

6
modell
2.85 95
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