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Long non-coding RNA (IncRNA) performs the regulation in the cell, and it is
also involved in the mouse heart development. On the other hand, the involvement of IncRNA in human
heart development remain unclear. Therefore, we induced differentiation into cardiomyocytes using
human iPS cells and RNA-seq analysis was performed in a time dependent. As a result, IncRNA EVX1 AS
was identified. Over expression of EVX1AS in iPS cells increased the expression level of
cardiomyocyte-related genes such as GATA4, MEF2C, and TBX5.However, its functions are still unknown
and it is necessary to continue the analysis in the future.

Long non-coding RNA iPS
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BAEAYFERL) T a T T RO
JH « BAEDTE Y = 3T 4 7 ARG B
o> T3 IncRNA (2B Afaatidsi= 74k
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BEWRHDETHEL, 2 b0 IncRNA OFf
A HOWT S BIZFEMICET L2 2 A, D
o LFREEARIZ 31T 5 IncRNA 238G £
NTWDLZERHAGNERST, ~UAR

CK—19 (@)

PERSHAL 2> & O LR I B W Tt S
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X DB TRELEAHIE T D HEir s g L 7
Bo Box DT N—TIIHEHF 720 A
T DR O AN B3 5 B s T 2 R E L
T%7- (KamiD et al., Plos One. 2008), =
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T L= EZ 65,
Z @ Biotin—EVX1AS |Z iPS A s> & oA
~bEHEEEREOZ NI EEIRET AL
T. Z® Biotin-EVXIAS & #EETHZ %7
BARTET D Z LI Uiz, #5E1E IncRNA D%
BAE—7IZETH2HE R 2 Wi, 2O,
IHF 4T arha—rr LT, BHIES &
WELH D Biotin—EVX1AS (ASAS) H&Rk L. =
nEFMH L,
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THEHE LTz, I L= & N7 BEsik I SDS-
PAGE IZ L > THHBL, HEOKREZIZL ST
FhEEIRL, ZRSDFNVEZNER LC-
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WESINTWDHZ 7 E (BRGL) DOHiK%E
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N: Nucleus protein, W: Whole protein
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ZZTCBUE, #Hilole X LB OBRRLIED
TW3, £72 Biotin & Streptavidin OFEH
TNEENZ & STV D D3 FERF A 72
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Table 1 Proteins using Bitotin—-EVX1AS RNA pull

down assay

Accession Description
Guanine nucleotide-binding protein G(I)/G(S)/G(O)
GBG2
subunit gamma-2
CYTA Cystatin-A
SNRPA U1 small nuclear ribonucleoprotein A
RS3 40S ribosomal protein S3
CASPE Caspase-14
RS3A 40S ribosomal protein S3a
ELAV1 ELAV-like protein 1
HNRPD Heterogeneous nuclear ribonucleoprotein DO
SOX11 Transcription factor SOX-11
RNA-binding motif, single-stranded-interacting
RBMS1
protein 1
CG025 UPF0415 protein C7orf25
SPB12 Serpin B12
KPYM Pyruvate kinase PKM
DHE3 Glutamate dehydrogenase 1, mitochondrial
SP14L Nuclear body protein SP140-like protein
CEP83 Centrosomal protein of 83 kDa
PUS7L Pseudouridylate synthase 7 homolog-like protein
ANPRB Atrial natriuretic peptide receptor 2
REXO1 RNA exonuclease 1 homolog
ARHGA Rho guanine nucleotide exchange factor 10




ARIIA AT-rich interactive domain-containing protein 1A

DMBT1 Deleted in malignant brain tumors 1 protein
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