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The role of U2AF1 mutations in the hematopoietic system
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To examine the role of U2AF1 S34F mutations, which are frequently observed in
myelodysplastic syndrome, 1 analyzed U2afl S34F mutation conditional knock-in mice. At first, | created a
conditional knock-in mouse model using FLEX switch system. After being crossed with Vavl-cre or Mx-cre
mice, this mouse model did not show sufficient Cre-mediated recombination nor expression of U2afl-mutated
allele. In addition, I did not find any differences in phenotypes of hematopoietic cells between
wild-type and knock-in mice. Therefore, next, | created another conditional knock-in mouse model
harboring loxP-STOP cassette-loxP U2afl S34F allele. These mice are currently under investigation.
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