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Investigation of hypoxia resistance in renal cell carcinoma based on functional RNA
network analyses

Chiyomaru, Takeshi
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We found that MYC oncogene was directory regulated by miR-135a. miR-1291 also
regulated glucose transporter 1 (SLC2A1/GLUT1). miR-143/145 is a tumor suppressive cluster microRNA, and
thex had a common target hexokinase 2 gene. Down regulation of miR-135a, miR-1291, miR-143, and miR-145
might activate glycolytic pathway and maintain ATP synthesis under hypoxia circumstances in renal cell
carcinoma.
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1. Tumour-suppressive microRNA-29s
directly regulate LOXL2 expression and
inhibit cancer cell migration and
invasion in renal cell carcinoma.
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