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Establishment of the treatment strategy in the urothelial carcinoma cell lines
which targeted the apoptotic marker.

Yoshimine, Shunsuke
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ABT-737 which was a repressor for apoptotic protein Bcl-2/Bcl-xL showed cell
injury effect and migration suppressant effect and the combination effect with the anticancer agent on
urothelial carcinoma cell lines. The expression of apoptotic related protein was shown to be the poor
prognostic factor for the intravesical relapsed patient after upper urinary tract urothelial carcinoma
treatment. Therefore, it is suggested that ABT-737 could become the new treatment choice for urothelial

carcinoma.
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