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Characterization of tympanic border cells as progenitors for mouse cochlea cells
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The aim of this project is to characterize the tympanic border cells
localized under the basal membrane of organ of Corti through the transcriptome analysis. We already
found slow cycling cells, perhaps progenitor cells of the inner ear tissue, in this area. Making
clear their maintenance and regulations will give us some hints for the regeneration of cochlear

hair cells.
In this research, we performed 2 things; establish the laser microdissection method and otosphere

analysis using neonatal mouse cochlea. The former is good to obtain only the target area of tympanic
border cells. In the latter, we found one of the candidate genes as the stemness category was

existed in the area of tympanic border cells.
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Iki T, et al,
Microarray analyses of otospheres derived
from the cochlea in the inner ear identify
putative transcription factors that regulate
the characteristics of otospheres. PL0oS One.
2017;12(6):e0179901. doi:
10.1371/journal.pone.0179901.
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Not
.6 0.039 0.022 1.75 -4.84 Analyzed
13 0.325 0.163 1.99 1.89 7.5
18.3 0.207 0.1 2.08 3.38 6.2
Not
8.5 0.211 0.107 1.97 3.24 Analyzed
7.7 0.191 0.1 1.91 0.04 4.7

Staining Kit 2 20.1 0.503 0.24 2.1 2.64 3.4
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