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System-based drug discovery database using partial least square regression
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2,700,000

(partial least square regression: PLSR)

Hepatocellular carcinoma (HCC) is one of the most common cause of
cancer-related death in the world. There is an urgent need for novel drug other than sorafenib for
treatment of HCC. In this study, we aimed to develop multi-dimensional database for system-based
drug discovery in HCC using various clinicopathological characteristics and gene expression profiles

obtained from cancer tissues. Partial least square regression (PLSR) was used to analyze complex
correlation between gene expression patterns and clinicopathological features.
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