(®)
2014 2016

DNA TET1

An investigation for involvement of TET1 gene in tumorigenesis

Tange, Shoichiro

3,100,000

DNA
DNA

DNA TET1(Ten-eleven translocation 1)
TET1

On the other hand there have been many reports of the relationship between
the molecular machinery of DNA methylation and malignant tumor, the relationship of DNA

demethylation mechanism and cancer remains unclear. Upon starting the research, we have found that
the transcriptional level of TET1 (Ten-eleven translocation 1) gene, a member of active DNA

demethylation pathway, is not only upregulated in some cell lines but also downregulated in other
cancer cell lines. We found the cellular environment inducing transcriptional repression or
upregulation of TET1 gene and the candidate of TET1 target genes.
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