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Establishment of a gquantitative evaluation system for human endogenous _
retrovirus using pluripotent stem cells and application for analyzing diseases
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In various cancer cell lines, we examined the expression of HERV (human
endogenous retrovirus)-H related gene A, which is highly expressed in some human ES / iPS cell lines
which retained a significant number of undifferentiated cells even after neural differentiation
culture and formed teratoma when transplanted into mouse brains. As a result, expressions were
observed in half of stomach and colon cancer cell lines. We created a reporter construct expressing
GFP downstream of the LTR7 promoter of gene A and examined the proportion of GFP positive cells.
Some GFP-positive cells were observed, but there was a problem. Comﬁarison of the LTR7 sequences of
cancer cell lines will clarify a part of the expression control mechanism of HERV-H related genes.
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