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In the previous study, we showed that two genomic regions on rat chromosome (chr)
1 and 18 determines most of the stroke susceptibility under salt loading in stroke-prone spontaneously
hypertensive rats (SHRSP). In the present studK, we performed a microarray-based screening to identify
promising candidate genes by using SHRSP, stroke-resistant SHR and two of reciprocal congenic strains
(Pr1_18 and Rpl_18) covering the quantitative trait loci (QTL) on chr 1 and 18. Quantitative expression
analysis for miRNA on the chr 1 QTL was also performed.
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