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Functional analysis of the histone chaperone Spt6-interacting protein Iwsl
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Interact with Spt6 (lwsl) is an interacting factor of the RNA polymerase

I1-associated histone chaperone Spt6. Although Spt6 plays important roles in epigenetic regulation, the
intracellular function of Iwsl remains unclear. In this study, based on our novel finding that RNA
polymerase Il accumulates at the promoters in the absence of lwsl, we investigated the base composition

of fission yeast transcription start sites, and revealed that it resembles mammalian promoters and is
predictable to some extent.
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