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Development of basic technology for metabolic engineering of Arthrospira
platensis (Spirulina)
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In this study, we develoged genetic engineering technology indispensable for
metabolic engineering of the cyanobacterium Arthrospira platensis (common name: Spirulina) which is
one of the microalgae closest to practical use as biomass resources. The biggest barrier in the

transformation of Spirulina is that the DNA introduced from the outside of cells is degraded by 11

Type Il restriction enzymes and multiple Type 1 restriction enzymes. In this study, we developed

methods for protection of DNA from these restriction enzymes and established the gasic technology

for the transformation of Spirulina.
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