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A _method for generating molecular-targeting tools: Protein kinase-oriented
library based on conformationally constrained peptide
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Protein kinase takes roles of signal transduction or cell division of living
cells. The biological functions of over 500 members of protein kinases are still not fully
understood because of the lack of specific molecular tools to examine each protein kinase. Aberrant
protein kinases cause diseases, and their specific inhibitors based on such molecular tools are
expected to be theraﬁeutics. Here we develoBed a new method to design and generate specific protein
kinase inhibitors. This method would contribute to generate novel molecular tools in biology and
also give therapeutic leads.
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