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Identification of function unknown target genes of SOX9 in cartilage and testicular
development
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Combinatorial analysis of genome-wide SOX9 binding regions analyzed by ChIP-seq
and gene expression profile analyzed by RNA-seq successfully identified novel target genes of SOX9 in
cartilage and testicular development. Of those, noble target genes that did not have any known functions
were identified using a public database.

In addition, we reveled that SOX9 and NR5A1 (Ad4BP1/SF1a cooperatively regulated Dhh expression and found
those precise binding sites from regulatory region of Dhh that identified by prior research. We next
analyzed in vivo function of the SOX9 and NR5A1 cooperation for Dhh expression by generating those
binding sites-mutated mice, showing approximately 40% decrease of Dhh expression in developing male
gonad. From these results, we demonstrated that SOX9 and NR5A1 cooperatively regulated Dhh expression
during testicular development.
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