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Ureaplasma parvum

Genome structure and novel mutations in quinolone resistance-determining region
genes of Ureaplasma spp.
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Ureaplasma spp. cause several disorders, such as preterm delivery with lung
infections in neonates. They are opportunistic pathogens that commonly inhabit the human urogenital
tract; they lack a peptidoglycan layer and hydrolyze urea. The complete genome sequence of
Ureaplasma parvum serovar 3, clinical strain SV3F4 isolated from a Japanese patient with a history
of an infectious abortion, included a 727,289-bp contig with a G plus C content of 25.55%.

Out of 28 clinical Ureaplasma strains, we isolated 9 with high MICs of quinolones and found a single
parC gene mutation, resulting in the change S83L. Novel mutations of ureaplasmal ParC (S83W and
S84P) were independently found in one of the samples. Homology modeling of the ParC S83W mutant
suggested steric hindrance of the quinolone-binding pocket (QBP), and de novo ﬁrediction of peptide
structures revealed that the ParC S84P may break/kink the formation of the alpha 4 helix in the QBP.
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